Supplemental Table 2

Gene Symbol  Accession # Cluster # Gene/Name




RPS24
PROK2
ZBTB3

SLC7A11

RASGRP2

MLF1
PPP1R3B
NAP1L6
ZNF18
SLC25A36

AKAP7

PHF17

TMEM208

Clorf51
INSIG2
SNORA24

MTIF2
PRKDC
CEP135

SEMAS3F

RP4-7471L4.3

DNAJA4
CD79B

TMEMG63A
ZNF775
NKTR

CACNA2D1

NM 001026
NM_021935
NM 024784
AW663388
AE339770

NM 014331

NM 153819
AB007953
AK025003
BC030623
NM 022443
NM_024607

ENST00000373518

NM_ 144680

NM 001104647

AL049310
NM 016377
XM 291496
NM_ 199320
AA828835
BC032716
AK024979
AK022310
Al990508
DB343554
NM_ 014187
AE338199
NM_ 144697
NM 016133
ACA24
BC038185
NM_ 002453

NM 001081640

NM_025009
AL359570

NM 004186
AK025243

ENST00000272386

NM_ 018602
NM 021602
AK090573

AK023887

NM_ 014698
NM_ 173680
NM_ 005385

NM_ 000722
BC038512
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PP

ribosomal protein S24
prokineticin 2
zinc finger and BTB domain containing 3

solute carrier family 7, (cationic amino acid transporter,
y+ system) member 11

RAS guanyl releasing protein 2 (calcium and DAG-
regulated)
hypothetical LOC57240

myeloid leukemia factor 1

protein phosphatase 1, regulatory (inhibitor) subunit 3B
nucleosome assembly protein 1-like 6

zinc finger protein 18

solute carrier family 25, member 36

A kinase (PRKA) anchor protein 7

PHD finger protein 17

transmembrane protein 208

FKSG49

chromosome 1 open reading frame 51
insulin induced gene 2

small nucleolar RNA, H/ACA box 24

mitochondrial translational initiation factor 2

protein kinase, DNA-activated, catalytic polypeptide
centrosomal protein 135kDa

hypothetical LOC55525

sema domain, immunoglobulin domain (Ig), short basic
domain, secreted, (semaphorin) 3F

hypothetical protein MGC12538
DnaJ (Hsp40) homolog, subfamily A, member 4
CD79b molecule, immunoglobulin-associated beta

transmembrane protein 63A
zinc finger protein 775
natural killer-tumor recognition sequence

calcium channel, voltage-dependent, alpha 2/delta
subunit 1






TAF1D

UNC84A

SYNGR3
CCL26

CCBL1
UNC93B1
RABS8B
IGSF21
RASGEF1A

ZNF322A
HK2

RPL37
USP28
DIAPH2

RAB26

PPFIA4

WDR54
ARLG6IP6
THBS2
FAM162A
ALDOC

GPR176
LEFTY2

C1lorf59
TTC39C

UTP15
KIAA1244

LRP8

NM_ 024116
AK001669
NM_ 025154
BFE515198
NM_004209
NM 006072
Al373835
NM 004059
R18195
NM 030930
NM_016530
NM 032880
AK092835
NM 145313
CD557125
NM 024639
NM_000189
BX647764
NM_000997
NM 020886
NM_006729
AF088003
CN413629
NM 014353

NM 015053
AK096576
AA227844
AJ227898
NM 032118
NM_ 152522
NM 003247
NM_ 014367
NM 005165
CA391893
NM 007223
NM_ 003240
AA166765
NM_ 144584
NM 153211
AK021962

NM_ 032175
NM 020340

ENST00000222607

NM_ 033300
BM706293
AK125393
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TATA box binding protein (TBP)-associated factor, RNA
polymerase |, D, 41kDa

unc-84 homolog A (C. elegans)

synaptogyrin 3
chemokine (C-C motif) ligand 26

cysteine conjugate-beta lyase, cytoplasmic

unc-93 homolog B1 (C. elegans)
RAB8B, member RAS oncogene family
immunoglobin superfamily, member 21

RasGEF domain family, member 1A

zinc finger protein 322A
hexokinase 2

hypothetical protein LOC729082
ribosomal protein L37

ubiquitin specific peptidase 28
diaphanous homolog 2 (Drosophila)

RAB26, member RAS oncogene family

protein tyrosine phosphatase, receptor type, f
polypeptide (PTPRF), interacting protein (liprin), alpha 4

WD repeat domain 54

ADP-ribosylation-like factor 6 interacting protein 6
thrombospondin 2

family with sequence similarity 162, member A
aldolase C, fructose-bisphosphate

G protein-coupled receptor 176
left-right determination factor 2

chromosome 1 open reading frame 59
tetratricopeptide repeat domain 39C

UTP15, U3 small nucleolar ribonucleoprotein, homolog
(S. cerevisiae)
KIAA1244

similar to Six transmembrane epithelial antigen of
prostate

low density lipoprotein receptor-related protein 8,
apolipoprotein e receptor

hypothetical protein LOC729029



SECISBP2
MTFR1
ACTN3
PIPOX
MIRN573
CREB3L4
WDR59
CXorfl5
PYCR2

GCNT1
ANKRD9

LEFTY1
hCG_1776259
ANKRD12
SNORAS81
TRIM71
L3MBTL
NT5DC1
VASH2

MCM6
C9orf61

PTPRZ1

GGA2

TAF4B
TRIM54

PTPRG
CECRS5
LYRM7

KPNA5
C19orf6

UTF1

C2orf56

SLC47A1
LRRC2

NM 024077
NM 014637
NM 001104
NM 016518
hsa-mir-573
NM 130898
NM 030581
NM 018360
NM 013328

NM 001097634
NM_ 152326
AK022164
NM_020997
AK027209

NM_ 001083625
HBI-61
AK056826

NM 001039111
NM_ 032107
NM 152729
AK124095

NM 024749
BC071656

NM 005915
NM_ 004816

ENST00000364804

NM 002851

NM 015044

NM 005640
NM_ 032546

ENST00000376283

NM_ 002841
NM 017829
NM_ 181705

ENST00000327725

NM_ 002269
NM 033420
AF085822
NM_ 003577
AL050035
AK024147
NM_ 144736
AK022016
AK022619
NM 018242
NM_ 024750
NM_ 019057
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SECIS binding protein 2

mitochondrial fission regulator 1

actinin, alpha 3

pipecolic acid oxidase

microRNA 573

CAMP responsive element binding protein 3-like 4
WD repeat domain 59

chromosome X open reading frame 15
pyrroline-5-carboxylate reductase family, member 2
glucosaminyl (N-acetyl) transferase 1, core 2 (beta-1,6-
N-acetylglucosaminyltransferase)

ankyrin repeat domain 9

left-right determination factor 1
hypothetical protein FLJ23556
ankyrin repeat domain 12

small nucleolar RNA, H/ACA box 81

tripartite motif-containing 71
[(3)mbt-like (Drosophila)
5';-nucleotidase domain containing 1

vasohibin 2

SLC7A5 pseudogene

minichromosome maintenance complex component 6
chromosome 9 open reading frame 61

protein tyrosine phosphatase, receptor-type, Z
polypeptide 1

golgi associated, gamma adaptin ear containing, ARF
binding protein 2

TAF4b RNA polymerase I, TATA box binding protein
(TBP)-associated factor, 105kDa

tripartite motif-containing 54

hypothetical LOC645460

protein tyrosine phosphatase, receptor type, G

cat eye syndrome chromosome region, candidate 5
Lyrm7 homolog (mouse)

karyopherin alpha 5 (importin alpha 6)
chromosome 19 open reading frame 6

undifferentiated embryonic cell transcription factor 1

chromosome 2 open reading frame 56

solute carrier family 47, member 1
leucine rich repeat containing 2
hypothetical protein FLJ10404



DNMT3L

NPHP4

POLR3G

RBPJ
NME3

ETAAL
NCRNAO00153
ERO1L
SAV1
WWC2
C14orf37
HSPA13
PANX2
PCSK9
GPR98
PLP1
TRIB2
CYTL1
METTL3

DPM3

MYSM1
PDZDA4

RCN3
S100PBP
RP11-144G6.7
WDR44

CLN8

METTLS8
GSTO2

POLG2
NRARP
KNTC1

VKORC1
CRABP1
NARG2
ZNF281

SLC2A13

NM 175867
Al349515
NM 015102
AA449120

NM_006467

NM_005349

NM 002513
192393
NM 019002
NM_ 018474
NM 014584
NM 021818
NM 024949
NM_ 001001872
NM 006948
NM_ 052839
NM 174936
NM_ 032119
NM 000533
NM_ 021643
NM 018659
NM_ 019852
AK021907
NM_ 153741
AF003738
NM_001085487
NM 032512
NM_020650
NM 022753
AK024156
NM 019045

NM 018941
CVv337591

NM_ 024770
NM_ 183239

NM_ 007215
NM 001004354
NM_ 014708
BC105994
AK056007

NM 024006
NM_ 004378
NM 024611
NM 012482

NM_ 052885
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DNA (cytosine-5-)-methyltransferase 3-like

nephronophthisis 4

polymerase (RNA) Il (DNA directed) polypeptide G
(32kD)

recombination signal binding protein for immunoglobulin
kappa J region
non-metastatic cells 3

Ewing tumor-associated antigen 1
non-protein coding RNA 153

ERO1-like (S. cerevisiae)

salvador homolog 1 (Drosophila)

WW and C2 domain containing 2
chromosome 14 open reading frame 37
heat shock protein 70kDa family, member 13
pannexin 2

proprotein convertase subtilisin/kexin type 9
G protein-coupled receptor 98

proteolipid protein 1

tribbles homolog 2 (Drosophila)
cytokine-like 1

methyltransferase like 3

dolichyl-phosphate mannosyltransferase polypeptide 3

myb-like, SWIRM and MPN domains 1

PDZ domain containing 4

reticulocalbin 3, EF-hand calcium binding domain
S100P binding protein

hypothetical LOC399753

WD repeat domain 44

ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive
with mental retardation)

methyltransferase like 8

glutathione S-transferase omega 2

polymerase (DNA directed), gamma 2, accessory
subunit

NOTCH-regulated ankyrin repeat protein
kinetochore associated 1

glucuronidase, beta pseudogene

vitamin K epoxide reductase complex, subunit 1
cellular retinoic acid binding protein 1

NMDA receptor regulated 2

zinc finger protein 281

solute carrier family 2 (facilitated glucose transporter),
member 13



ANKRD36B

HLA-A
INSM1

KIF5C

SNORD108
POLI

BTAF1

TCEAL2
NPTX1

PIGN
WDHD1
MIB1
RNF125

GDF3
RUNDC3B
LCK

HLA-DPB2
CLGN
EEF2K

ANKLE1
TCN2

C6orf120
ZNF138

PIM2

SOHLH2
JMJD1C
DLG3
ABCC1

SNORA4
SYT1
ABCB6
TET1
PIF1

NM 025190
AK095250
AK023737
NM_002116
NM 002196
ENST00000343123
NM 004522
AJ270693
HBII-437
NM_007195
Al363185

NM 003972
NM_ 152672
NM 080390
NM_002522
BC039502
AK001086

NM_ 012327

NM_ 001008396
NM_020774

NM 017831
BC020911
ENST00000374775
NM_020634

NM_ 138290
NM_005356

ENST00000304890
NM 004362
NM_ 013302
NM 032435
NM_ 152363
NM_ 000355
AK024224

NM 001029863
NM_ 006524
AY007155

NM_ 006875

NM 017826
NM 032776
NM 021120
NM 019898
AL833181
ACA4

NM_ 005639
NM 005689
NM_ 030625
NM_ 025049
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ankyrin repeat domain 36B

major histocompatibility complex, class I, A
insulinoma-associated 1

programmed cell death 6 pseudogene
kinesin family member 5C

small nucleolar RNA, C/D box 108
polymerase (DNA directed) iota

BTAF1 RNA polymerase Il, B-TFIID transcription factor-
associated, 170kDa (Motl homolog, S. cerevisiae)
organic solute transporter alpha

transcription elongation factor A (Sll)-like 2

neuronal pentraxin |

hypothetical protein LOC285401

phosphatidylinositol glycan anchor biosynthesis, class N
WD repeat and HMG-box DNA binding protein 1
mindbomb homolog 1 (Drosophila)

ring finger protein 125

hypothetical LOC283174

growth differentiation factor 3

RUN domain containing 3B
lymphocyte-specific protein tyrosine kinase
major histocompatibility complex, class Il, DP beta 2
(pseudogene)

calmegin

eukaryotic elongation factor-2 kinase

mixed lineage kinase 4

ankyrin repeat and LEM domain containing 1
transcobalamin Il; macrocytic anemia

chromosome 6 open reading frame 120

zinc finger protein 138

hypothetical gene supported by AY007155

pim-2 oncogene

spermatogenesis and oogenesis specific basic helix-
loop-helix 2

jumoniji domain containing 1C

discs, large homolog 3 (heuroendocrine-dlg, Drosophila)
ATP-binding cassette, sub-family C (CFTR/MRP),

small nucleolar RNA, H/ACA box 4

synaptotagmin |

ATP-binding cassette, sub-family B (MDR/TAP),

tet oncogene 1

PIF1 5';-to-3'; DNA helicase homolog (S. cerevisiae)



SRY

SILV
SNORAG4
LY75

TIMP4
IGSF1
LRIG1
C200rf59

HTR3A

USP44
KRTCAP3
PDIA3

BAGALT4
HLTF
CHST4

HELLS
LECT1
PLA2G3
SNURF
IFITM1
RIF1

hCG_2030429
SMPDL3B
SLC35A5

TRHDE
PTAR1

HLA-DOA
ADAMTS4
SEPHS1
AKAP1
TNFAIP6
GALNT12

GNPTAB
GPR64
GPM6B
LRAT
CCDC47
PHACTR2
SPTLC1

NM 003140
Al797163
AK023557
NM_006928
u64
NM_002349
ALO80082
NM_003256
NM 001555
NM_ 015541
NM 022082

ENST00000391668

NM 213621
AK055438

NM 032147
NM_ 173853
NM 005313

NM 212543
NM_ 139048
NM 005769
AK021710

NM 018063

NM_ 001011705

NM 015715
NM_005678
NM 003641
NM 018151

ENST00000400282

BC007286
BC101322
NM 014474
NM 017945
AF131817
NM 013381
AK027578

NM_ 001099666

BC037328

NM 002119
NM_005099
NM 012247
NM_ 003488
NM 007115
NM_ 024642

NM_ 024312
NM_ 005756

NM_ 001001994

NM 004744
NM 020198
NM 014721
NM 006415
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sex determining region Y

silver homolog (mouse)
small nucleolar RNA, H/ACA box 64
lymphocyte antigen 75

TIMP metallopeptidase inhibitor 4

immunoglobulin superfamily, member 1
leucine-rich repeats and immunoglobulin-like domains 1
chromosome 20 open reading frame 59

5-hydroxytryptamine (serotonin) receptor 3A

ubiquitin specific peptidase 44
keratinocyte associated protein 3
protein disulfide isomerase family A, member 3

UDP-Gal:betaGIcNAc beta 1,4- galactosyltransferase,
polypeptide 4

helicase-like transcription factor

carbohydrate (N-acetylglucosamine 6-O)

helicase, lymphoid-specific

leukocyte cell derived chemotaxin 1
phospholipase A2, group lli

SNRPN upstream reading frame

interferon induced transmembrane protein 1 (9-27)
RAPL1 interacting factor homolog (yeast)

hypothetical protein MGC15634

CTAGE family member

sphingomyelin phosphodiesterase, acid-like 3B
solute carrier family 35, member A5

thyrotropin-releasing hormone degrading enzyme
hypothetical protein LOC153469
protein prenyltransferase alpha subunit repeat

major histocompatibility complex, class I, DO alpha
ADAM metallopeptidase with thrombospondin type 1
selenophosphate synthetase 1

A kinase (PRKA) anchor protein 1

tumor necrosis factor, alpha-induced protein 6
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-
N-acetylglucosamine-1-phosphate transferase, alpha
and beta subunits

G protein-coupled receptor 64

glycoprotein M6B

lecithin retinol acyltransferase (phosphatidylcholine--
coiled-coil domain containing 47

phosphatase and actin regulator 2

serine palmitoyltransferase, long chain base subunit 1



ZNF107
GLB1L3
Ci1R
KAL1

PAK1
CYP26A1
FzD7
PSIP1
SFRS18
ATP11C
C21lorf66
SOX2
AGPATS
KIAA0152
CYP4X1
CCDC80
CCBE1
SCARB2
KIAA1967
FOS

BRI3BP

Clorf187
TMEM19
EGFL6
LRP2
PAQR9
PAQRG6
ATP2B1
LMNB1
NRXN3

PTPLB
MFHAS1

GALNT13
NFKBIZ
GMPS
GPRASP1
CCNJL
SUSD5
NPY
RNASEH2B
JAM2
NLGN4X
CAl12
GPX2
CLOCK
MANEA

NM

016220

NM_001080407
001733
000216

AK023601
002576

NM
NM
NM

NM
NM
NM

057157

003507
033222
015491
001010986
NM_016631

NM
NM
NM
NM
NM

003106

NM_018361
014730

NM
NM
NM

178033
199511

NM

133459

NM
NM

005506

199205

005252
BG117761

080626

NM
NM

NM

211764

XM
NM
NM

198545

018279
015507

NM

004525
198504

NM
NM
NM
NM

024897

001001323

005573
004796

NM
NM

198402

NM
NM

004225
BG164496

052917

NM

001005474
003875

NM
NM

001099410

NM
NM

024565

NM_015551
000905

NM
NM
NM

024570
021219

NM
NM

181332

NM

001218

002083
004898

NM
NM

024641

NM
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zinc finger protein 107

galactosidase, beta 1-like 3

complement component 1, r subcomponent
Kallmann syndrome 1 sequence

p21 protein (Cdc42/Rac)-activated kinase 1
cytochrome P450, family 26, subfamily A, polypeptide 1
frizzled homolog 7 (Drosophila)

PC4 and SFRSL1 interacting protein 1

splicing factor, arginine/serine-rich 18

ATPase, class VI, type 11C

chromosome 21 open reading frame 66

SRY (sex determining region Y)-box 2
1-acylglycerol-3-phosphate O-acyltransferase 5
KIAA0152

cytochrome P450, family 4, subfamily X, polypeptide 1
coiled-coil domain containing 80

collagen and calcium binding EGF domains 1
scavenger receptor class B, member 2

KIAA1967

v-fos FBJ murine osteosarcoma viral oncogene homolog

BRI3 binding protein

similar to mCG14474

chromosome 1 open reading frame 187
transmembrane protein 19

EGF-like-domain, multiple 6

low density lipoprotein-related protein 2

progestin and adipoQ receptor family member IX
progestin and adipoQ receptor family member VI
ATPase, Ca++ transporting, plasma membrane 1
lamin B1

neurexin 3

protein tyrosine phosphatase-like (proline instead of
catalytic arginine), member b

malignant fibrous histiocytoma amplified sequence 1

UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-
acetylgalactosaminyltransferase 13 (GalNAc-T13)
nuclear factor of kappa light polypeptide gene enhancer
guanine monphosphate synthetase

G protein-coupled receptor associated sorting protein 1
cyclin J-like

sushi domain containing 5

neuropeptide Y

ribonuclease H2, subunit B

junctional adhesion molecule 2

neuroligin 4, X-linked

carbonic anhydrase XIlI

glutathione peroxidase 2 (gastrointestinal)

clock homolog (mouse)

mannosidase, endo-alpha



ABCA1l
MFAP3
WDR76
CLDN6
EPHB6
DLK1
ARRDC3
KIF21A
FAM73A

SLC37A1
CHST11
NXPH2
NAALAD2
TAC3
MYLK
PRRT3
IGSF10
TAP2
CKAP4
FREM2
GDE1
SLC39A6
GPX7
CAPNG6
FKBP10
SDAD1

ST6GALNAC3
SLC38A7
KLF15
ARID1B
EDEM3

APOB

SLITRK2
CHDA4
PHF14
PRAF2
ATP1B1
PRSS12
CBLN1
IFI6
EPHA4
SOSTDC1

DYRK2

SEMAGD
ECE1
IGFBP4

005502

NM
NM
NM

005927

024908
021195
004445
003836

NM
NM
NM
NM

020801

017641
198549

NM
NM

001037317

NM
NM

018964

018413

NM
NM

007226

005467

NM

001006667

NM
NM

053026
207351

NM

178822

NM
NM

018833

006825
207361

NM
NM

016641
012319

NM
NM

015696

NM
NM
NM

014289

021939
018115

NM

006455

NM

152996

NM
NM

018231

014079
020732

NM
NM

NM_025191
000384
AK001058

NM
NM

NM

032539

001273

NM

001007157

NM

007213
001677

NM
NM

003619

NM
NM
NM

004352

022872
004438

NM

015464

NM

006482

NM

153619

NM
NM

001113348

NM_001552

NM
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ATP-binding cassette, sub-family A (ABC1), member 1
microfibrillar-associated protein 3

WD repeat domain 76

claudin 6

EPH receptor B6

delta-like 1 homolog (Drosophila)

arrestin domain containing 3

kinesin family member 21A

family with sequence similarity 73, member A
phosphatidic acid phosphatase type 2

solute carrier family 37 (glycerol-3-phosphate
carbohydrate (chondroitin 4) sulfotransferase 11
neurexophilin 2

N-acetylated alpha-linked acidic dipeptidase 2
tachykinin 3

myosin light chain kinase

proline-rich transmembrane protein 3
immunoglobulin superfamily, member 10

transporter 2, ATP-binding cassette, sub-family B
cytoskeleton-associated protein 4

FRASLI related extracellular matrix protein 2
glycerophosphodiester phosphodiesterase 1

solute carrier family 39 (zinc transporter), member 6
glutathione peroxidase 7

calpain 6

FK506 binding protein 10, 65 kDa

SDA1 domain containing 1

synaptonemal complex protein SC65

ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-
N-acetylgalactosaminide alpha-2,6-sialyltransferase 3
solute carrier family 38, member 7

Kruppel-like factor 15

AT rich interactive domain 1B (SWI1-like)

ER degradation enhancer, mannosidase alpha-like 3
apolipoprotein B (including Ag(x) antigen)

SLIT and NTRK-like family, member 2
chromodomain helicase DNA binding protein 4
PHD finger protein 14

PRA1 domain family, member 2

ATPase, Na+/K+ transporting, beta 1 polypeptide
protease, serine, 12 (neurotrypsin, motopsin)
cerebellin 1 precursor

interferon, alpha-inducible protein 6

EPH receptor A4

sclerostin domain containing 1

dual-specificity tyrosine-(Y)-phosphorylation regulated
kinase 2

sema domain, transmembrane domain (TM), and
cytoplasmic domain, (semaphorin) 6D

endothelin converting enzyme 1

insulin-like growth factor binding protein 4



RDH10
ADAMTS3
GNS
Clorf2l
PPIC
DISP1
TMEM57
LAMA2
GPR50
KLHL8
SLC43A2

B3GNT5
FUT9
CALU

KIAA0182
KIAA1524

PAK1IP1
MLL5
FEZF1

PTAFR
PLA2G4A
KDR
SCAMP2
LHFPL2
JAKMIP2

ABCC4
LRP5

PRPF38B
ARMCX1
CYBRD1
GFRAS3
GPX3
TMEMZ200A
PCDH8
KIAA1919
BNC2
GPR107
KDELR1
PCOLCE

SLC35F2
SUOX
AGPAT1

AF261143

NM 172037
NM 014243
NM 002076
NM_ 030806
NM 000943
NM_ 032890
NM_ 018202

NM_ 001079823

NM_ 004224
NM_ 020803
NM_ 152346
NM_ 138370
NM_032047
NM_006581
NM_ 001219
BC042009

NM_ 014615
NM_ 020890
BC040939

NM_ 017906
NM_ 182931

NM_ 001024613

AK130067

NM_ 000952
NM_ 024420
NM_002253
NM_005697
NM_005779
NM_ 014790

NM_005845
NM_ 002335
NM_ 032802

NM 018061
NM_ 016608
NM 024843
NM_ 001496
NM_ 002084
NM_ 052913
NM_ 032949
NM_ 153369
NM 017637
NM_ 020960
NM 006801
NM_ 002593
CA414066

NM 017515

NM 001032386

NM 032741
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retinol dehydrogenase 10 (all-trans)

ADAM metallopeptidase with thrombospondin type 1
glucosamine (N-acetyl)-6-sulfatase

chromosome 1 open reading frame 21

peptidylprolyl isomerase C (cyclophilin C)
dispatched homolog 1 (Drosophila)

transmembrane protein 57

laminin, alpha 2

G protein-coupled receptor 50

kelch-like 8 (Drosophila)

solute carrier family 43, member 2

protein kinase-like protein SgK493
UDP-GIcNAc:betaGal beta-1,3-N-
fucosyltransferase 9 (alpha (1,3) fucosyltransferase)
calumenin

KIAA0182

KIAA1524

hypothetical protein BC036928

PAK1 interacting protein 1

myeloid/lymphoid or mixed-lineage leukemia 5 (trithorax
FEZ family zinc finger 1

platelet-activating factor receptor

phospholipase A2, group IVA (cytosolic, calcium-

kinase insert domain receptor (a type Il receptor

secretory carrier membrane protein 2

lipoma HMGIC fusion partner-like 2

janus kinase and microtubule interacting protein 2

ATP-binding cassette, sub-family C (CFTR/MRP),
member 4

low density lipoprotein receptor-related protein 5
signal peptide peptidase-like 2A

PRP38 pre-mRNA processing factor 38 (yeast) domain
containing B

armadillo repeat containing, X-linked 1

cytochrome b reductase 1

GDNF family receptor alpha 3

glutathione peroxidase 3 (plasma)

transmembrane protein 200A

protocadherin 8

KIAA1919

basonuclin 2

G protein-coupled receptor 107

KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein
procollagen C-endopeptidase enhancer

solute carrier family 35, member F2
sulfite oxidase
1-acylglycerol-3-phosphate O-acyltransferase 1



SLC38A6 NM 153811 2 solute carrier family 38, member 6
RNF150 NM_ 020724 2 ring finger protein 150
TMEM20 NM_ 153226 2 transmembrane protein 20
6-Mar NM 005885 2 membrane-associated ring finger (C3HC4) 6
AK024294 2
PCOLCE2 NM 013363 2 procollagen C-endopeptidase enhancer 2
ZFP106 NM 022473 2 zinc finger protein 106 homolog (mouse)
NPY1R NM_ 000909 2 neuropeptide Y receptor Y1
FzZD8 NM_ 031866 2 frizzled homolog 8 (Drosophila)
FXYDG6 NM_022003 2 FXYD domain containing ion transport regulator 6
PROM1 NM_006017 2 prominin 1
ICMT NM_ 012405 2 isoprenylcysteine carboxyl methyltransferase
UBXN8 NM_ 005671 2 UBX domain protein 8
TEK NM_000459 2 TEK tyrosine kinase, endothelial
ADNP2 NM_014913 2 ADNP homeobox 2
TMA4SF18 NM 138786 2 transmembrane 4 L six family member 18
DIAPH1 NM_ 001079812 2 diaphanous homolog 1 (Drosophila)
AK057037 2 hypothetical protein LOC154860
PCDHB5 NM_ 015669 2 protocadherin beta 5
CA430265 2
PHCA NM_ 018367 2 phytoceramidase, alkaline
SDC1 NM_ 001006946 2 syndecan 1
EDNRA NM_ 001957 2 endothelin receptor type A
ZNF286A NM_ 020652 2 zinc finger protein 286A
MALL NM_ 005434 2 mal, T-cell differentiation protein-like
LDLR NM_000527 2 low density lipoprotein receptor
ZNF300 NM_052860 2 zinc finger protein 300
SYS1 NM_033542 2 SYS1 Golgi-localized integral membrane protein
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-
GALNT14 NM_ 024572 2 acetylgalactosaminyltransferase 14 (GalNAc-T14)
GABRA1 NM_000806 2 gamma-aminobutyric acid (GABA) A receptor, alpha 1
TAP2 NM 000544 2 transporter 2, ATP-binding cassette, sub-family B
BM720559 2
FRZB NM 001463 2 frizzled-related protein
CRISPLD2 NM 031476 2 cysteine-rich secretory protein LCCL domain containing
CYP2U1 NM 183075 2 cytochrome P450, family 2, subfamily U, polypeptide 1
DNAJC1 NM_ 022365 2 DnaJ (Hsp40) homolog, subfamily C, member 1
ANTXR1 NM_ 032208 2 anthrax toxin receptor 1
ENTPD7 NM_ 020354 2 ectonucleoside triphosphate diphosphohydrolase 7
AK054578 2
ZNF652 NM 014897 2 zinc finger protein 652
cystic fibrosis transmembrane conductance regulator
CFTR NM 000492 2 (ATP-binding cassette sub-family C, member 7)
MDK NM 001012334 2 midkine (neurite growth-promoting factor 2)
ERBB3 NM 001982 2 v-erb-b2 erythroblastic leukemia viral oncogene homolog
OXCT1 NM_ 000436 2 3-oxoacid CoA transferase 1
TCF7L2 NM_030756 2 transcription factor 7-like 2 (T-cell specific, HMG-box)
THY1 NM 006288 2 Thy-1 cell surface antigen
NM_ 020738 2 kinase D-interacting substrate of 220 kDa
solute carrier family 16, member 9 (monocarboxylic acid
SLC16A9 NM_ 194298 2 transporter 9)



PVRL2
DAG1
EPHA7
KIT

GALNT1
SLC38A1
KTELC1

uGTS8

PPP2R2B
MME
BST2
TXNDC5
COL14A1
SCNN1A

DCBLD2
MPPED2
CLNG6
EGR1
TMEM209
CMTM6
AADACL1
TXNDC15

SLC10A4
HTRA1
LAMA1
ROR1
FADS1
TMEM41A
TMEM97
TRIM13
DICER1
TGFBR3
COL1A1
NID2
EMP2
COL3A1
MAN1A1
LUM
CTHRC1
PTPRD
CYP1B1
DPP4
HAS2

SLC7A2
ATP7B

001042724
004393
004440
000222

NM
NM
NM
NM

NM

020474

030674

152305
T89955

003360

NM
NM

NM

NM

181678

000902
004335

NM
NM

022085
021110

NM
NM
NM

001038

NR_
NM

003125

080927
001584

NM

017882
001964

NM
NM

032842

NM
NM

017801

020792
024715

NM
NM

152679

NM
NM

002775

NM

005559

NM_005012
013402

NM
NM

080652
014573

NM
NM

NM_052811

NM
NM
NM

177438

003243
000088

NM

007361
001424

NM
NM

000090

NM
NM

005907

002345
138455

NM
NM

130392
000104

NM
NM
NM

001935

005328

NM

NM

003046

000053

NM

NDNDNDN

NDNDNDNDN

NDNDNNNDNDNNNDNDNDNMNNDDNDDN

NDNDNNNNNDNNNDNNNDNNNDNNDNNDNDNDNDDNDDN

N

poliovirus receptor-related 2 (herpesvirus entry mediator
B)

dystroglycan 1 (dystrophin-associated glycoprotein 1)
EPH receptor A7

v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-
acetylgalactosaminyltransferase 1 (GalNAc-T1)

solute carrier family 38, member 1

KTEL (Lys-Tyr-Glu-Leu) containing 1

UDP glycosyltransferase 8

protein phosphatase 2 (formerly 2A), regulatory subunit
B, beta isoform

membrane metallo-endopeptidase

bone marrow stromal cell antigen 2

thioredoxin domain containing 5

collagen, type XIV, alpha 1

sodium channel, nonvoltage-gated 1 alpha

RNA, small nucleolar

discoidin, CUB and LCCL domain containing 2
metallophosphoesterase domain containing 2
ceroid-lipofuscinosis, neuronal 6, late infantile, variant
early growth response 1

transmembrane protein 209

CKLF-like MARVEL transmembrane domain containing
arylacetamide deacetylase-like 1

thioredoxin domain containing 15

solute carrier family 10 (sodium/bile acid cotransporter
family), member 4

HtrA serine peptidase 1

laminin, alpha 1

receptor tyrosine kinase-like orphan receptor 1

fatty acid desaturase 1

transmembrane protein 41A

transmembrane protein 97

tripartite motif-containing 13

dicer 1, ribonuclease type Il

transforming growth factor, beta receptor IlI

collagen, type |, alpha 1

nidogen 2 (osteonidogen)

epithelial membrane protein 2

collagen, type lll, alpha 1

mannosidase, alpha, class 1A, member 1

lumican

collagen triple helix repeat containing 1

protein tyrosine phosphatase, receptor type, D
cytochrome P450, family 1, subfamily B, polypeptide 1
dipeptidyl-peptidase 4

hyaluronan synthase 2

solute carrier family 7 (cationic amino acid transporter,
y+ system), member 2

ATPase, Cu++ transporting, beta polypeptide



HAPLN1
RSPO2
IER5

CDKN2B
FNDC3B
EPB41L3
TBC1D20
ARID5B
SNX24
VAMP7
KRT18P8
NR3C1
NFKBIA
LATS2
LBH
ITGA2
FLRT3
EFNB2
PLK2
NQO1
SRXN1
PXK
RAB31
PTP4Al
RAB32
MYOCD
FOXJ2
WNT3
ZFHX3
NRCAM
CCND1
RNF19B
H2AFY?2
STX6
DMD
RGS5
FAM43A
SMAD3
SQSTM1
SLC25A43
ACTA2
SPRY4
BAG3
EXT1

PSTPIP2
GAS7
TP53RK
LRRC1

NM

001884

178565
016545

NM
NM

NM

004936
022763

NM
NM

012307

144628
032199

NM
NM
NM

014035
005638

NM
XM
NM

939532

001018074

020529
014572

NM
NM

030915
002203

NM
NM
NM

198391

NM

004093

NM_006622
000903

NM
NM

080725
017771
006868

NM
NM
NM
NM

003463

006834
153604

NM
NM
NM

018416
030753

NM
NM

006885

001037132

NM

053056
153341

NM
NM

018649
005819

NM
NM
NM

000109

NM
NM

003617

153690
005902
003900
145305

NM
NM
NM

001613

NM
NM

030964

004281
000127
AK023481

NM
NM

024430

NM
NM
NM

201433

033550
018214

NM
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hyaluronan and proteoglycan link protein 1
R-spondin 2 homolog (Xenopus laevis)
immediate early response 5

cyclin-dependent kinase inhibitor 2B (p15, inhibits
CDK4)

fibronectin type Il domain containing 3B
erythrocyte membrane protein band 4.1-like 3
TBC1 domain family, member 20

AT rich interactive domain 5B (MRF1-like)

sorting nexin 24

vesicle-associated membrane protein 7

keratin 18 pseudogene 8

nuclear receptor subfamily 3, group C, member 1
nuclear factor of kappa light polypeptide gene enhancer
LATS, large tumor suppressor, homolog 2 (Drosophila)
limb bud and heart development homolog (mouse)
integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2
fibronectin leucine rich transmembrane protein 3
ephrin-B2

polo-like kinase 2 (Drosophila)

NAD(P)H dehydrogenase, quinone 1

sulfiredoxin 1 homolog (S. cerevisiae)

PX domain containing serine/threonine kinase
RAB31, member RAS oncogene family

protein tyrosine phosphatase type IVA, member 1
RAB32, member RAS oncogene family

myocardin

forkhead box J2

wingless-type MMTYV integration site family, member 3
zinc finger homeobox 3

neuronal cell adhesion molecule

cyclin D1

ring finger protein 19B

H2A histone family, member Y2

syntaxin 6

dystrophin

regulator of G-protein signaling 5

family with sequence similarity 43, member A
SMAD family member 3

sequestosome 1

solute carrier family 25, member 43

actin, alpha 2, smooth muscle, aorta

sprouty homolog 4 (Drosophila)

BCL2-associated athanogene 3

exostoses (multiple) 1

proline-serine-threonine phosphatase interacting protein
2

growth arrest-specific 7

TP53 regulating kinase

leucine rich repeat containing 1



PLXNA2
MAFB
LMNA

HIVEP2
CMPK1
SFXN3
DGKA
FAM110B
TPS3INP1

MPP5

CDC42EP3
ZFAND3
RNF10
NUAK2
RAB25
FAM114A1
DHX32
HBEGF
GLIPR1L1
S100A16
YPEL2
MICALL1
KLF10
BMF
S100A11

CDKN2A
FOXD1

ARL2BP
MARK1
RALBP1

COMT
DAP
TRIM8
BCL6
Pl4K2A
RASSF2
KLF6
FzD1
C12orf23
WDR68
SOCS2
MTMR6
TNFAIP1
ELTD1
ITGB8

ABO075514
025179
005461
170708

NM
NM
NM

006734

NM
NM

016308

030971
001345

NM
NM

147189
033285

NM
NM

022474

NM

006449
021943

NM
NM

014868
030952

NM
NM
NM

NM_020387

NM
NM

138389

018180
001945

NM

152779
080388

NM
NM

001005404

NM
NM

033386

005655
001003940

NM
NM
NM

005620

NM

058195

NM

004472

001080826
012106

NM
NM

018650
006788

NM
NM

ENST00000355781

NM
NM

000754

004394
030912

NM
NM

001706
018425

NM

014737

NM
NM

001300

003505
152261

NM
NM

005828
003877
004685

NM
NM
NM
NM

021137

022159
002214

NM
NM
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plexin A2
v-maf musculoaponeurotic fibrosarcoma oncogene
lamin A/C

human immunodeficiency virus type | enhancer binding
protein 2

cytidine monophosphate (UMP-CMP) kinase 1, cytosolic
sideroflexin 3

diacylglycerol kinase, alpha 80kDa

family with sequence similarity 110, member B

tumor protein p53 inducible nuclear protein 1

membrane protein, palmitoylated 5 (MAGUK p55
subfamily member 5)

CDC42 effector protein (Rho GTPase binding) 3
zinc finger, AN1-type domain 3

ring finger protein 10

NUAK family, SNF1-like kinase, 2

RAB25, member RAS oncogene family

family with sequence similarity 114, member Al
DEAH (Asp-Glu-Ala-His) box polypeptide 32
heparin-binding EGF-like growth factor

GLI pathogenesis-related 1 like 1

S100 calcium binding protein A16

yippee-like 2 (Drosophila)

MICAL-like 1

Kruppel-like factor 10

Bcl2 modifying factor

S100 calcium binding protein A11
cyclin-dependent kinase inhibitor 2A (melanoma, p16,
inhibits CDK4)

forkhead box D1

homolog of rat pragma of Rnd2
ADP-ribosylation factor-like 2 binding protein
MAP/microtubule affinity-regulating kinase 1
ralA binding protein 1

hypothetical protein LOC100128501
catechol-O-methyltransferase

death-associated protein

tripartite motif-containing 8

B-cell CLL/lymphoma 6

phosphatidylinositol 4-kinase type 2 alpha

Ras association (RalGDS/AF-6) domain family member
Kruppel-like factor 6

frizzled homolog 1 (Drosophila)

chromosome 12 open reading frame 23

WD repeat domain 68

suppressor of cytokine signaling 2

myotubularin related protein 6

tumor necrosis factor, alpha-induced protein 1
EGF, latrophilin and seven transmembrane domain
integrin, beta 8



SERPINE1

WNT5B
SCML1
ZBTB10
SYTL2
ATP6V1G1
LRCH1
INPP1
EOMES
MAP3K1
OSBPL3
CD55
NKAIN4

SGCG
ASB8
LRRC3B
XPC
LOX
PPM1H
NAB2
DAB2
CES2

PRDM1

ZMAT3
IL4R
ARHGAP18
CUGBP2
ACTC1
CRABP2

AXUD1
PARVA

RASSF9

ID2
ARHGDIA
SOX3
EPS8
HES1
WWC3

TEAD1
CDC42EP4

FBLNS

NM_000602

NM_030775

NM 001037535
NM_001105539

NM 032943
NM_004888
NM 015116
NM_ 002194
NM 005442
NM_005921
NM 145322
NM_000574
NM 152864

NM 000231
NM_024095
NM 052953
NM_ 004628
NM 002317
NM_020700
NM_ 005967
NM_ 001343
NM 003869
R17204
NM 001198
AK021874
NM 152240
NM_ 000418
NM 033515

NM_ 001025077

NM 005159
NM 001878
AL080202

NM_ 033027
NM 018222

NM 005447

NM 002166
NM_ 004309
NM 005634
NM_ 004447
NM_ 005524
NM 015691

NM 021961
NM 012121
AK128814

NM_ 006329
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serpin peptidase inhibitor, clade E (nexin, plasminogen
activator inhibitor type 1), member 1

wingless-type MMTYV integration site family, member 5B
sex comb on midleg-like 1 (Drosophila)

zinc finger and BTB domain containing 10
synaptotagmin-like 2

ATPase, H+ transporting, lysosomal 13kDa, V1 subunit
leucine-rich repeats and calponin homology (CH)
inositol polyphosphate-1-phosphatase

eomesodermin homolog (Xenopus laevis)
mitogen-activated protein kinase kinase kinase 1
oxysterol binding protein-like 3

CD55 molecule, decay accelerating factor for

Na+/K+ transporting ATPase interacting 4

sarcoglycan, gamma (35kDa dystrophin-associated
glycoprotein)

ankyrin repeat and SOCS box-containing 8

leucine rich repeat containing 3B

xeroderma pigmentosum, complementation group C
lysyl oxidase

protein phosphatase 1H (PP2C domain containing)
NGFI-A binding protein 2 (EGR1 binding protein 2)
disabled homolog 2, mitogen-responsive phosphoprotein
carboxylesterase 2 (intestine, liver)

PR domain containing 1, with ZNF domain

zinc finger, matrin type 3

interleukin 4 receptor

Rho GTPase activating protein 18

CUG triplet repeat, RNA binding protein 2
actin, alpha, cardiac muscle 1

cellular retinoic acid binding protein 2
hypothetical LOC92249

AXIN1 up-regulated 1

parvin, alpha

Ras association (RalGDS/AF-6) domain family (N-
terminal) member 9

inhibitor of DNA binding 2, dominant negative helix-loop-
helix protein

Rho GDP dissociation inhibitor (GDI) alpha

SRY (sex determining region Y)-box 3

epidermal growth factor receptor pathway substrate 8
hairy and enhancer of split 1, (Drosophila)

WWC family member 3

TEA domain family member 1 (SV40 transcriptional
enhancer factor)
CDCA42 effector protein (Rho GTPase binding) 4

fibulin 5



STARD10
BMP4
hCG_1988300
TINAGL1
MAPKAPK?2

ASAP2
SH3BGRL2
LAYN
ARHGAP29
11-Sep

FOSL1
PHLDA3
GLIPR2

LCP1
CDX1
PRKCH
VPS24

ACADL
TBC1D9
BAZ1A

ZNF664
MYL4

FAM46A
EYA2
SPATS2
RAB7A
COL12A1
SESN3
CCDC92
SERPINBS

DERA
BNC1

SEC22B
KLHL5
DYNC1l1
MSRB3
FST
COL1A2
TCERGIL
PPM1D
C1lorf88
CDC42SE1
BTG2

NM_006645
NM 001202
D28446

NM 022164
NM_004759

NM_003887
NM 031469
NM_ 178834
NM 004815
NM_ 018243
AK024927

NM_005438
NM 012396
NM_ 022343
AK024177

NM_002298
NM 001804
NM_006255
NM 016079

NM_ 001608
NM 015130
NM_ 182648
AK023942

NM_ 152437

NM 001002841

BC036485

NM 017633
NM_005244
NM 023071
NM_004637
NM 080645
NM_ 144665
NM 025140
NM_ 002639

NM_ 015954
NM 001717

NM 004892

NM_ 001007075

NM 004411

NM_ 001031679

NM_ 006350
NM_ 000089
NM 174937
NM_ 003620
NM 181643

NM_001038707

NM_ 006763
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StAR-related lipid transfer (START) domain containing
10

bone morphogenetic protein 4

hCG1988300

tubulointerstitial nephritis antigen-like 1
mitogen-activated protein kinase-activated protein
ArfGAP with SH3 domain, ankyrin repeat and PH
domain 2

SH3 domain binding glutamic acid-rich protein like 2
layilin

Rho GTPase activating protein 29

septin 11

FOS-like antigen 1
pleckstrin homology-like domain, family A, member 3
GLI pathogenesis-related 2

lymphocyte cytosolic protein 1 (L-plastin)

caudal type homeobox 1

protein kinase C, eta

vacuolar protein sorting 24 homolog (S. cerevisiae)

acyl-Coenzyme A dehydrogenase, long chain
TBC1 domain family, member 9 (with GRAM domain)
bromodomain adjacent to zinc finger domain, 1A

zinc finger protein 664
myaosin, light chain 4, alkali; atrial, embryonic

family with sequence similarity 46, member A
eyes absent homolog 2 (Drosophila)
spermatogenesis associated, serine-rich 2
RABTA, member RAS oncogene family

collagen, type XII, alpha 1

sestrin 3

coiled-coil domain containing 92

serpin peptidase inhibitor, clade B (ovalbumin), member
2-deoxyribose-5-phosphate aldolase homolog (C.
elegans)

basonuclin 1

SEC22 vesicle trafficking protein homolog B (S.
cerevisiae)

kelch-like 5 (Drosophila)

dynein, cytoplasmic 1, intermediate chain 1
methionine sulfoxide reductase B3

follistatin

collagen, type I, alpha 2

transcription elongation regulator 1-like

protein phosphatase 1D magnesium-dependent, delta
chromosome 1 open reading frame 88

CDC42 small effector 1

BTG family, member 2



JUP
SETD7
CDKN1A

KCTD20
PEAR1
BHLHB2
ITGAV

SPRED2
DLX2
NIPSNAP3A
ANAPC13
NAV3

NOG

SKAP2
GJB2

SERPINBS8
SYNPR
NFKB1
CLIC6
FAM107B
AMOTL1
DACH1
RHOU
SPAG1

ID3
GPR87
RHOBTB3
LIX1
ANKRD1
GADD45B
VGLL3
SVIL
MYO1C

SEMA3C
AFAP1L2
SPHK1
FAS
SMURF2
CPEB2

GNB1
CUEDC1
TBX3
FEZ2
DDHD2
RHOBTB1

NM
NM
NM

NM
NM
NM
NM

NM
NM
NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM

002230

030648
000389

173562
NM_001080471

003670

002210

181784
004405
015469

NM_015391

014903

005450
003930
004004

198833

144642

003998
053277
031453
130847

004392

021205

172218

ENST00000271699

002167
023915

014899

153234
014391
015675
016206

003174

001080779

006379
001001936
021972
152874

022739

182485

002074
017949
005996

005102

015214
001032380
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junction plakoglobin
SET domain containing (lysine methyltransferase) 7
cyclin-dependent kinase inhibitor 1A (p21, Cipl)

potassium channel tetramerisation domain containing 20
platelet endothelial aggregation receptor 1

basic helix-loop-helix domain containing, class B, 2
integrin, alpha V (vitronectin receptor, alpha polypeptide,

sprouty-related, EVH1 domain containing 2

distal-less homeobox 2

nipsnap homolog 3A (C. elegans)

anaphase promoting complex subunit 13

neuron navigator 3

noggin

src kinase associated phosphoprotein 2

gap junction protein, beta 2, 26kDa

serpin peptidase inhibitor, clade B (ovalbumin), member
8

synaptoporin

nuclear factor of kappa light polypeptide gene enhancer
chloride intracellular channel 6

family with sequence similarity 107, member B
angiomotin like 1

dachshund homolog 1 (Drosophila)

ras homolog gene family, member U

sperm associated antigen 1

similar to lymphocyte-specific protein 1

inhibitor of DNA binding 3, dominant negative helix-loop-
helix protein

G protein-coupled receptor 87

Rho-related BTB domain containing 3

Lix1 homolog (chicken)

ankyrin repeat domain 1 (cardiac muscle)

growth arrest and DNA-damage-inducible, beta
vestigial like 3 (Drosophila)

supervillin

myosin IC

sema domain, immunoglobulin domain (Ig), short basic
domain, secreted, (semaphorin) 3C

actin filament associated protein 1-like 2

sphingosine kinase 1

Fas (TNF receptor superfamily, member 6)

SMAD specific E3 ubiquitin protein ligase 2
cytoplasmic polyadenylation element binding protein 2

guanine nucleotide binding protein (G protein), beta
polypeptide 1

CUE domain containing 1

T-box 3

fasciculation and elongation protein zeta 2 (zygin Il)
DDHD domain containing 2

Rho-related BTB domain containing 1



DLGAP4
ITPKB
WNT6

CITED2
APOA1
KANK4
C20rf76
DLC1
FAT3
EDA2R
CHD7
ZNF672
CD99
CDCP1
NAT12
CDX2
ARSJ
OLR1
ZNF503
HPGD
T
SPTLC3
BASP1
TPD52L1
ENC1
CXXC5
TMEM54
SSFA2
CASP7
C17orfol

TACC1
MIXL1
TNFRSF19
SGK1

NRP2
FRMDG6
IL13RA1
NCOAG6
ZNF641
SNX29
MAP7D1
EFHD1
RNF43
CDC14B
SERTAD2
GATA3
EPN3

PM20D2

NM

014902

NM_002221
006522

NM
NM

NM

006079
000039

NM
NM

181712

001017927
182643

NM
NM
NM

NM_001008781
021783

NM

017780

NM
NM

024836

002414
022842

NM
NM

001011713
001265

NM
NM
NM

024590

NM

002543

032772
000860

NM
NM

NM_003181
018327

NM
NM
NM

006317

001003397
003633
016463

NM
NM
NM
NM

033504
006751

NM
NM

033340

001001870

NM

CB242128

NM 006283
NM 031944
NM 148957
NM_ 005627
BC015987

NM 201266

NM 001042481

NM_ 001560
NM 014071
NM_ 152320

NM 001080530

NM_ 018067
NM 025202
NM 017763
NM 033331
NM 014755
NM 002051
NM_ 017957
AV745909

NM_ 001010853
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discs, large (Drosophila) homolog-associated protein 4
inositol 1,4,5-trisphosphate 3-kinase B

wingless-type MMTYV integration site family, member 6
Cbp/p300-interacting transactivator, with Glu/Asp-rich
carboxy-terminal domain, 2

apolipoprotein A-I

KN motif and ankyrin repeat domains 4

chromosome 2 open reading frame 76

deleted in liver cancer 1

FAT tumor suppressor homolog 3 (Drosophila)
ectodysplasin A2 receptor

chromodomain helicase DNA binding protein 7

zinc finger protein 672

CD99 molecule

CUB domain containing protein 1

N-acetyltransferase 12 (GCN5-related, putative)
caudal type homeobox 2

arylsulfatase family, member J

oxidized low density lipoprotein (lectin-like) receptor 1
zinc finger protein 503

hydroxyprostaglandin dehydrogenase 15-(NAD)

T, brachyury homolog (mouse)

serine palmitoyltransferase, long chain base subunit 3
brain abundant, membrane attached signal protein 1
tumor protein D52-like 1

ectodermal-neural cortex (with BTB-like domain)
CXXC finger 5

transmembrane protein 54

sperm specific antigen 2

caspase 7, apoptosis-related cysteine peptidase
chromosome 17 open reading frame 91

transforming, acidic coiled-coil containing protein 1
Mix1 homeobox-like 1 (Xenopus laevis)

tumor necrosis factor receptor superfamily, member 19
serum/glucocorticoid regulated kinase 1

neuropilin 2

FERM domain containing 6
interleukin 13 receptor, alpha 1
nuclear receptor coactivator 6

zinc finger protein 641

sorting nexin 29

MAP7 domain containing 1

EF-hand domain family, member D1
ring finger protein 43

CDC14 cell division cycle 14 homolog B (S. cerevisiae)
SERTA domain containing 2

GATA binding protein 3

epsin 3

peptidase M20 domain containing 2



KCNJ2

MDM2
S100A6
LRP10
RNF115
STAP2
CHMP4B
C3orf57
CAPN2
MSI1

TWIST1
ALDH1A2
SOCS3
EVI1

MFAP3L

BAZ2A

ABHD4
CCDC50

ANTXR2

UBE2J1
BMP1

SLCO2A1
HOXA9
DOK4
GPR56
ARHGEF3
DLX5
POLH
DSC3
PPP1R9B

TANC1
SCUBE3

BAMBI

ELAVL2
MYO6
FLI1

NM_000891
BC031342

NM_006879
NM 014624
NM_014045
NM 014455

NM_ 001013841

NM 176812

NM_001040100

NM 001748
NM_002442
AL137346

NM_000474
NM 003888
NM_003955

NM 001105078
NM_ 001099287

NM 021647
NM_ 013387
NM 013449
XM 497357
AK021459

NM_022060
NM 174908
AL832945

NM 058172

NM 016021
NM_ 006129

NM_005630
NM 152739
NM 018110
NM 005682
NM_ 019555
NM 005221
NM_ 006502
NM 001941
NM_ 032595

NM_ 033394
NM 152753

NM 012342

NM 004432
NM_ 004999
NM 002017
AK026818
BX108771
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potassium inwardly-rectifying channel, subfamily J,
member 2

Mdm2 p53 binding protein homolog (mouse)
S100 calcium binding protein A6

low density lipoprotein receptor-related protein 10
ring finger protein 115

signal transducing adaptor family member 2
chromatin modifying protein 4B

chromosome 3 open reading frame 57

calpain 2, (m/Il) large subunit

musashi homolog 1 (Drosophila)

twist homolog 1 (Drosophila)

aldehyde dehydrogenase 1 family, member A2
suppressor of cytokine signaling 3

ecotropic viral integration site 1

ichthyin protein

microfibrillar-associated protein 3-like
ubiquinol-cytochrome c reductase complex (7.2 kD)
bromodomain adjacent to zinc finger domain, 2A

abhydrolase domain containing 4
coiled-coil domain containing 50

hypothetical protein LOC284262

anthrax toxin receptor 2

ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog,
yeast)
bone morphogenetic protein 1

solute carrier organic anion transporter family, member
2A1

homeobox A9

docking protein 4

G protein-coupled receptor 56

Rho guanine nucleotide exchange factor (GEF) 3
distal-less homeobox 5

polymerase (DNA directed), eta

desmocollin 3

protein phosphatase 1, regulatory (inhibitor) subunit 9B

tetratricopeptide repeat, ankyrin repeat and coiled-coil
containing 1

signal peptide, CUB domain, EGF-like 3

BMP and activin membrane-bound inhibitor homolog
(Xenopus laevis)

ELAV (embryonic lethal, abnormal vision, Drosophila)-
like 2 (Hu antigen B)

myosin VI

Friend leukemia virus integration 1



AMOT
MSX1
ASAP1

MAPK1IP1L
ASXL1
TMEM154
FAM65B
SLC46A1
HOXB6
KRT19
CD36
NECAP1
DUSP6
RGL1
PURA
SORBS3
EGFR
PDGFC
SESN1

EMP1

HOXB5
FAM83H

IFI16
ME1
ANO4
PID1
C4orf18
LYPD6B
SPNS2
CXCL14
FLRT2
ZFPM2
ATP12A
CHD3
WDR40A

HOXB2
P14KB
NAV2
SUFU
PALLD
FBN2
ADAM9
AHCYL1
LYSMD2
CCND3

NM
NM
NM

NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM

NM

NM
NM

NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM
NM
NM
NM
NM

133265

002448
018482

144578

015338

152680

014722

080669
NM_018952

002276

001001547

015509

001946
015149
005859
005775
005228

016205

014454

BC008657
001423
BX649128

002147

198488
ENST00000339446
005531
002395
178826

017933

001031700

177964
ENST00000329078

004887
NM_013231

012082

001676

001005271
NM_015397
BC042436

002145

002651

NM_ 001111018
016169

NM_016081
001999
003816

006621

153374
001760
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angiomotin
msh homeobox 1
ArfGAP with SH3 domain, ankyrin repeat and PH

mitogen-activated protein kinase 1 interacting protein 1-
like

additional sex combs like 1 (Drosophila)
transmembrane protein 154

family with sequence similarity 65, member B

solute carrier family 46 (folate transporter), member 1
homeobox B6

keratin 19

CD36 molecule (thrombospondin receptor)

NECAP endocytosis associated 1

dual specificity phosphatase 6

ral guanine nucleotide dissociation stimulator-like 1
purine-rich element binding protein A

sorbin and SH3 domain containing 3

epidermal growth factor receptor (erythroblastic
platelet derived growth factor C

sestrin 1

similar to olfactory receptor, family 7, subfamily A,
member 17
epithelial membrane protein 1

homeobox B5

family with sequence similarity 83, member H
hypothetical LOC387763

interferon, gamma-inducible protein 16

malic enzyme 1, NADP(+)-dependent, cytosolic
anoctamin 4

phosphotyrosine interaction domain containing 1
chromosome 4 open reading frame 18
LY6/PLAUR domain containing 6B

spinster homolog 2 (Drosophila)

chemokine (C-X-C motif) ligand 14

fibronectin leucine rich transmembrane protein 2
zinc finger protein, multitype 2

ATPase, H+/K+ transporting, nongastric, alpha
chromodomain helicase DNA binding protein 3
WD repeat domain 40A

homeobox B2

phosphatidylinositol 4-kinase, catalytic, beta

neuron navigator 2

suppressor of fused homolog (Drosophila)

palladin, cytoskeletal associated protein

fibrillin 2

ADAM metallopeptidase domain 9 (meltrin gamma)
S-adenosylhomocysteine hydrolase-like 1

LysM, putative peptidoglycan-binding, domain containing
cyclin D3



KLF5

TLES
TGFB1
PPAPDCI1A
GRK5
CEBPA
YAF2

GPRC5A
TFPI2
NNMT
SP6
C9orf6
MAP3K8
S100A14
DCAKD
EFNA1
GRHL3
WIPF1
MFAP5
COL5A2
SYNJ2
PRKD1
AXL
ADAMTS9
C130rf18
ITGAS
UGCG

VATI1L
FzD2
RAI1
CNTNAP1
MPRIP
MYO1B
KRT7
HAND1
CA2
PSME3
TIMP3

SETDS8
MBNL1
ELKS
ARPC2
CPA4
KLHDC10
ZC3H12C
ARHGDIB
TMEMS88

NM

NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM

NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM
NM

001730

020908
000660
001030059
005308

004364

005748

003979
006528
006169

199262

017832
005204
020672
024819
004428

198173

001077269
003480
000393
003898
NM_002742

001699

182920
025113
002205
003358

020927

001466
030665
003632
201274
012223

005556

004821
000067
176863
000362
015535

020382

207292
005230
152862
016352
014997

033390

001175
203411
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Kruppel-like factor 5 (intestinal)

transducin-like enhancer of split 3 (E(spl) homolog,
Drosophila)

transforming growth factor, beta 1

phosphatidic acid phosphatase type 2 domain containing
G protein-coupled receptor kinase 5

CCAAT/enhancer binding protein (C/EBP), alpha

YY1 associated factor 2

G protein-coupled receptor, family C, group 5, member
A

tissue factor pathway inhibitor 2

nicotinamide N-methyltransferase

Sp6 transcription factor

chromosome 9 open reading frame 6
mitogen-activated protein kinase kinase kinase 8
S100 calcium binding protein A14

dephospho-CoA kinase domain containing
ephrin-Al

grainyhead-like 3 (Drosophila)

WAS/WASL interacting protein family, member 1
microfibrillar associated protein 5

collagen, type V, alpha 2

synaptojanin 2

protein kinase D1

AXL receptor tyrosine kinase

ADAM metallopeptidase with thrombospondin type 1
chromosome 13 open reading frame 18

integrin, alpha 5 (fibronectin receptor, alpha polypeptide)
UDP-glucose ceramide glucosyltransferase

vesicle amine transport protein 1 homolog-like (T.
californica)

frizzled homolog 2 (Drosophila)

retinoic acid induced 1

contactin associated protein 1

myosin phosphatase Rho interacting protein

myosin IB

keratin 7

heart and neural crest derivatives expressed 1
carbonic anhydrase I

proteasome (prosome, macropain) activator subunit 3
TIMP metallopeptidase inhibitor 3

viral DNA polymerase-transactivated protein 6

SET domain containing (lysine methyltransferase) 8
muscleblind-like (Drosophila)

ELK3, ETS-domain protein (SRF accessory protein 2)
actin related protein 2/3 complex, subunit 2, 34kDa
carboxypeptidase A4

kelch domain containing 10

zinc finger CCCH-type containing 12C

Rho GDP dissociation inhibitor (GDI) beta
transmembrane protein 88



FBXW7

CPE
CDH10

ID4
THSD7A
SYTLS
ARHGEF12
POSTN
PRDM4
PLLP
NMNAT2
C8orf4

PTGS2
EHD3
FN1

DAZAP2

SLC40A1
HOXD10
NR2F2
HOXA13
SPINK1
8-Sep
PRSS35

RBMS3

ENPEP
GOSR1

MLLT3

THOCA4
EPAS1
CLDN10

CSGALNACT1
LTBP2

CSF2RA
HEG1
PWWP2B
PITX2
RAB27A
HOXB3
IPP

033632

N90600
001873

NM_006727

NM

NM
NM

001546

NM
NM
NM

015204

138780
015313

NM

006475
012406

NM
NM

015993

NM
NM

015039

020130
BC091525

NM

NM

000963

NM

014600

212475

NM

014764

NM

014585
002148

NM
NM

021005

NM
NM

000522

NM_003122

NM

001098811

NM

153362

NM
NM

001003792

018370

NM
NM

001977

004871

NM

NM

004529
AF085831
005782

NM
NM

001430

182848
AK091300

NM

018371

NM
NM

000428

006140
020733
138499
153426
183235

NM
NM
NM
NM
NM
NM

002146

005897

NM
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F-box and WD repeat domain containing 7

carboxypeptidase E

cadherin 10, type 2 (T2-cadherin)

inhibitor of DNA binding 4, dominant negative helix-loop-
helix protein

thrombospondin, type I, domain containing 7A
synaptotagmin-like 5

Rho guanine nucleotide exchange factor (GEF) 12
periostin, osteoblast specific factor

PR domain containing 4

plasma membrane proteolipid (plasmolipin)
nicotinamide nucleotide adenylyltransferase 2
chromosome 8 open reading frame 4

prostaglandin-endoperoxide synthase 2 (prostaglandin
G/H synthase and cyclooxygenase)

EH-domain containing 3

fibronectin 1

DAZ associated protein 2

solute carrier family 40 (iron-regulated transporter),
member 1

homeobox D10

nuclear receptor subfamily 2, group F, member 2
homeobox A13

serine peptidase inhibitor, Kazal type 1

septin 8

protease, serine, 35

RNA binding motif, single stranded interacting protein
damage-regulated autophagy modulator

glutamyl aminopeptidase (aminopeptidase A)

golgi SNAP receptor complex member 1
myeloid/lymphoid or mixed-lineage leukemia (trithorax
homolog, Drosophila); translocated to, 3

THO complex 4
endothelial PAS domain protein 1
claudin 10

chondroitin sulfate N-acetylgalactosaminyltransferase 1
latent transforming growth factor beta binding protein 2

colony stimulating factor 2 receptor, alpha, low-affinity
(granulocyte-macrophage)

HEG homolog 1 (zebrafish)

PWWP domain containing 2B

paired-like homeodomain 2

RAB27A, member RAS oncogene family

homeobox B3

intracisternal A particle-promoted polypeptide



BC009385 3 hypothetical gene supported by BC009385
PLD1 NM_ 002662 3 phospholipase D1, phosphatidylcholine-specific
CMTM3 NM 001048251 3 CKLF-like MARVEL transmembrane domain containing
CLDN4 NM_ 001305 3 claudin 4
CpPz NM 001014448 3 carboxypeptidase Z
PAG1 NM_ 018440 3 phosphoprotein associated with glycosphingolipid
PLAGL1 NM 001080955 3 pleiomorphic adenoma gene-like 1
P2RY6 NM 176797 3 pyrimidinergic receptor P2Y, G-protein coupled, 6
Clorfll5 NM_024709 3 chromosome 1 open reading frame 115
MCC NM_ 001085377 3 mutated in colorectal cancers
AIFM2 NM_ 032797 3 apoptosis-inducing factor, mitochondrion-associated, 2
USP3 NM 006537 3 ubiquitin specific peptidase 3
BIN1 NM_ 139348 3 bridging integrator 1
USP4 NM 003363 3 ubiquitin specific peptidase 4 (proto-oncogene)
NM_ 001101357 3 UPF0625 coiled-coil domain-containing protein
ERP27 NM 152321 3 endoplasmic reticulum protein 27 kDa
NDRG2 NM 201536 3 NDRG family member 2
MAP1A NM 002373 3 microtubule-associated protein 1A
SRC NM_ 005417 3 v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene
GRHL1 NM_ 014552 3 grainyhead-like 1 (Drosophila)
MSX2 NM_002449 3 msh homeobox 2
DOK5 NM 018431 3 docking protein 5
chemokine (C-X-C motif) ligand 1 (melanoma growth
CXCL1 NM 001511 3 stimulating activity, alpha)
HOXB7 NM_ 004502 3 homeobox B7
TNFAIP2 NM 006291 3 tumor necrosis factor, alpha-induced protein 2
RBPMS2 NM_ 194272 3 RNA binding protein with multiple splicing 2
DHRS2 NM 005794 3 dehydrogenase/reductase (SDR family) member 2
C140rf139 ENST00000329737 3 chromosome 14 open reading frame 139
BMP6 NM 001718 3 bone morphogenetic protein 6
FBXL14 NM_ 152441 3 F-box and leucine-rich repeat protein 14
FAM123A NM 152704 3 family with sequence similarity 123A
PHKA1 NM_002637 3 phosphorylase kinase, alpha 1 (muscle)
PITX1 NM_ 002653 3 paired-like homeodomain 1
GATA6 NM_ 005257 3 GATA binding protein 6
MAP2 NM 001039538 3 microtubule-associated protein 2
DUSP1 NM 004417 3 dual specificity phosphatase 1
DIO3 NM 001362 3 deiodinase, iodothyronine, type I
AK023647 3
BMPER NM 133468 3 BMP binding endothelial regulator
COBLL1 NM_ 014900 3 COBL-like 1
ENST00000391661 3 hypothetical protein LOC339803
MBNL3 NM 018388 3 muscleblind-like 3 (Drosophila)
RAP2C NM 021183 3 RAP2C, member of RAS oncogene family
GDF6 NM 001001557 3 growth differentiation factor 6
ISL1 NM 002202 3 ISL LIM homeobox 1
AU252473 3
PAPPA NM 002581 3 pregnancy-associated plasma protein A, pappalysin 1
RIN2 NM_ 018993 3 Ras and Rab interactor 2
CEBPD NM 005195 3 CCAAT/enhancer binding protein (C/EBP), delta
AF339768 3



ITPRIPL2
GCLM
GPR177

TGFBI
MMP14
KANK2
CXCR7
SRPX2
POP1
SMAD1
SLC46A3
PUNC

PDGFRB
ANKH

ZADH2
GABRP
RGS13
GRHL2
FAM89A
SSH1
FOXF1
S1PR1
CNKSR3
CBLL1
SNAI2
MTUS1
COL5A1
APLNR
DSC2

TSPAN18
PRTG
LIPG
NRIP1

TGM2
ARL4C
TLE4
PRSS23
PMP22
ITCH

TFAP2A
SOX9

001034841
002061
NM_001002292
203371
000358

NM
NM
NM
NM
NM
NM
NM

004995

015493
020311

NM

014467
015029

NM
NM

005900

NM
NM

181785

004884
AK022857

002609

054027

NM

NM
NM

175907

NM
NM

014211

144766

NM

024915
198552

NM
NM

018984

NM
NM

001451

001400
173515

NM
NM

024814
003068

NM
NM
NM

NM_001001924

NM

000093

NM_005161
024422

AK024680
130783

NM
NM

NM

173814

NM
NM
NM

006033

003489

NM

004613
005737

NM

007005

NM
NM

007173

000304
031483

NM
NM

NM

001042425

NM

000346

015393
BX537506

NM
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inositol 1,4,5-triphosphate receptor interacting protein-
like 2

glutamate-cysteine ligase, modifier subunit

G protein-coupled receptor 177

fin bud initiation factor

transforming growth factor, beta-induced, 68kDa
matrix metallopeptidase 14 (membrane-inserted)

KN motif and ankyrin repeat domains 2

chemokine (C-X-C motif) receptor 7
sushi-repeat-containing protein, X-linked 2

processing of precursor 1, ribonuclease P/MRP subunit
SMAD family member 1

solute carrier family 46, member 3

putative neuronal cell adhesion molecule

hypothetical protein LOC145786

platelet-derived growth factor receptor, beta polypeptide
ankylosis, progressive homolog (mouse)

zinc binding alcohol dehydrogenase domain containing 2
gamma-aminobutyric acid (GABA) A receptor, pi
regulator of G-protein signaling 13

grainyhead-like 2 (Drosophila)

family with sequence similarity 89, member A
slingshot homolog 1 (Drosophila)

forkhead box F1

sphingosine-1-phosphate receptor 1

CNKSR family member 3

Cas-Br-M (murine) ecotropic retroviral transforming
snail homolog 2 (Drosophila)

mitochondrial tumor suppressor 1

collagen, type V, alpha 1

apelin receptor

desmocollin 2

tetraspanin 18

protogenin homolog (Gallus gallus)

lipase, endothelial

nuclear receptor interacting protein 1
transglutaminase 2 (C polypeptide, protein-glutamine-
gamma-glutamyltransferase)

ADP-ribosylation factor-like 4C

transducin-like enhancer of split 4 (E(spl) homolog,
protease, serine, 23

peripheral myelin protein 22

itchy E3 ubiquitin protein ligase homolog (mouse)
transcription factor AP-2 alpha (activating enhancer
binding protein 2 alpha)

SRY (sex determining region Y)-box 9
DKFZP56400823 protein

hypothetical LOC286167



KCTD12
HEY1
FBN1
COLEC12

SYNC

TSEN15

TAOK1

TBC1D2
CACNA2D3
ERICH1
PSPH
FOXA2
PCK2

CEBPG
EGLN1

SLC2A1

RP11-529110.4

JMJID1A
RAB38
HERC4
ACSL1
MPI
KATNA1

UBE3C
C8orf42
PGM1
PMAIP1
SNX9
RNF181
CHAC1

RMND5A

CER1
VLDLR
LDB2
TMEMA45A
BNIP3L

TXNRD2
IVNS1ABP
PNMA2

NM_ 138444

NM 001040708

NM_000138
NM_ 130386
X77690

NM_ 030786

NM_052965
BC087859
NM_ 020791

NM_ 001037163

NM 018421
NM_ 018398
NM_ 207332
NM_004577
NM_ 153675
NM_004563

NM_001806
NM_ 022051

NM_006516
NM_ 015448
NM_ 018433
NM_ 022337
NM_ 015601
NM_001995
NM_ 002435
NM_007044
BC026300

NM_ 014671
NM_ 175075
NM_ 002633
NM 021127
NM 016224
NM_ 016494
NM 024111

NM_ 022780

NM_ 005454

NM_ 001018056

NM_ 001290
NM_ 018004
NM 004331
BC039682
R82342
NM_ 006440
NM 006469
NM_ 007257
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potassium channel tetramerisation domain containing 12
hairy/enhancer-of-split related with YRPW motif 1

fibrillin 1

collectin sub-family member 12

syncoilin, intermediate filament protein

tRNA splicing endonuclease 15 homolog (S. cerevisiae)
hypothetical LOC401317

TAO kinase 1

hypothetical protein LOC84792

TBC1 domain family, member 2

calcium channel, voltage-dependent, alpha 2/delta
glutamate-rich 1

phosphoserine phosphatase

forkhead box A2

phosphoenolpyruvate carboxykinase 2 (mitochondrial)

CCAAT/enhancer binding protein (C/EBP), gamma
egl nine homolog 1 (C. elegans)

solute carrier family 2 (facilitated glucose transporter),
member 1

deleted in a mouse model of primary ciliary dyskinesia
jumonji domain containing 1A

RAB38, member RAS oncogene family

hect domain and RLD 4

acyl-CoA synthetase long-chain family member 1
mannose phosphate isomerase

katanin p60 (ATPase-containing) subunit A 1

ubiquitin protein ligase E3C

chromosome 8 open reading frame 42
phosphoglucomutase 1
phorbol-12-myristate-13-acetate-induced protein 1
sorting nexin 9

ring finger protein 181

ChaC, cation transport regulator homolog 1 (E. coli)
required for meiotic nuclear division 5 homolog A (S.
cerevisiae)

cerberus 1, cysteine knot superfamily, homolog
(Xenopus laevis)

very low density lipoprotein receptor

LIM domain binding 2

transmembrane protein 45A

BCL2/adenovirus E1B 19kDa interacting protein 3-like
LOC401318

thioredoxin reductase 2
influenza virus NS1A binding protein
paraneoplastic antigen MA2



DTNA
MORN4
FAM128A
CARS
C100rf104
ABHD12B
PKM2

LSM4
C170rf37
TUBB2B
Cé6orf48
VIM
C130rf37
NDRG4
AMMECRI1L
CALB1
IRAK1
PAAF1
MT1M
PSAT1
DDIT4
GABRA5
PFKFB4
FAM150B
C21o0rf119

PDLIM4
CCDC111
ZNF33A

GCC2

MTHFD2
SHMT2
TRAPPCGEA
RHEB

GPT2
PISD

STATSB
ZNF204
RAB20
MT1F
HEBP2
PPIA
TMEM134
ACTAl
CHMP2A
MED10

032975

NM
NM
NM

001085365
001014437

NM

001098831

173473

NM
NM

181533

182471

NM

012321
032339
178012

NM
NM
NM

001040437

NM
NM
NM

NM_001071775

003380

020465

NM
NM

031445
004929

NM

001025242

NM
NM

025155

176870
058179

NM
NM

019058
000810

NM
NM

004567

NM
NM

ENST00000331283

001002919

AA808690

NM_003687
NM_ 152683
NM_006954

hCT1812485.2

NM 181453

NM_ 001040409

NM 005412
NM_ 024108
NM_005614

NM 133443
NM 014338

hCT2306149

NM_ 012448

ENST00000377448

NM 017817
NM_ 005949
NM 014320
NM_ 021130
NM_ 025124
NM_ 001100
NM_ 014453
NM_ 032286
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dystrobrevin, alpha

MORN repeat containing 4

family with sequence similarity 128, member A
cysteinyl-tRNA synthetase

chromosome 10 open reading frame 104
abhydrolase domain containing 12B

pyruvate kinase, muscle

LSM4 homolog, U6 small nuclear RNA associated (S.
cerevisiae)

chromosome 17 open reading frame 37

tubulin, beta 2B

chromosome 6 open reading frame 48

vimentin

chromosome 13 open reading frame 37

NDRG family member 4

AMME chromosomal region gene 1-like

calbindin 1, 28kDa

interleukin-1 receptor-associated kinase 1
proteasomal ATPase-associated factor 1
metallothionein 1M

phosphoserine aminotransferase 1
DNA-damage-inducible transcript 4
gamma-aminobutyric acid (GABA) A receptor, alpha 5
6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4
family with sequence similarity 150, member B
chromosome 21 open reading frame 119

PDZ and LIM domain 4
coiled-coil domain containing 111
zinc finger protein 33A

GRIP and coiled-coil domain containing 2

methylenetetrahydrofolate dehydrogenase (NADP+
dependent) 2, methenyltetrahydrofolate cyclohydrolase
serine hydroxymethyltransferase 2 (mitochondrial)
trafficking protein particle complex 6A

Ras homolog enriched in brain

glutamic pyruvate transaminase (alanine
aminotransferase) 2

phosphatidylserine decarboxylase

signal transducer and activator of transcription 5B
zinc finger protein 204 pseudogene

RAB20, member RAS oncogene family
metallothionein 1F

heme binding protein 2

peptidylprolyl isomerase A (cyclophilin A)
transmembrane protein 134

actin, alpha 1, skeletal muscle

chromatin modifying protein 2A

mediator complex subunit 10



NUDT15

RPL15
AADACL3
UCN2
ASNS
WARS
POLR3GL
PLA2G16
CCND2
TSPAN2
CAV1
TSPAN7
CAS
CXCR4
AZIN1
VPS72
ACTG2
DDIT3
KLF7
CORO2A
NPPB
TCEAL7
ATG4B
MOSPD2
CNN2
CASP3
RNF114
GBE1l
PDLIM7
STMN2
TUBA4A
HSDL2
IFFO2
GLE1
USP53
RASGRF2
CAV2

Similar Set

018283
AK130274
002948

NM

NM

001103169

NM
NM

033199

NM

183356

173701
032305

NM
NM

007069
001759

NM
NM

005725

NM
NM

001753

004615
005181

NM
NM
NM

003467
015878

NM

005997

NM
NM

001615

004083
003709

NM
NM

052820
002521

NM
NM

152278

NM
NM
NM

013325

152581
201277

NM

NM_032991
018683

NM
NM

000158

NM
NM

203352

007029
006000
032303

NM
NM
NM

ENST00000355609
NM 001003722

NM
NM

019050

006909
198212

NM
NM

AR DMEEDMDDERADMDEEDDDEDMDERADMDELEDDDAEDMDAERAMDDEAEDDDAEDDD

nudix (nucleoside diphosphate linked moiety X)-type
motif 15

ribosomal protein L15

arylacetamide deacetylase-like 3

urocortin 2

asparagine synthetase

tryptophanyl-tRNA synthetase

polymerase (RNA) Il (DNA directed) polypeptide G
phospholipase A2, group XVI

cyclin D2

tetraspanin 2

caveolin 1, caveolae protein, 22kDa

tetraspanin 7

carbonic anhydrase Ill, muscle specific

chemokine (C-X-C motif) receptor 4

antizyme inhibitor 1

vacuolar protein sorting 72 homolog (S. cerevisiae)
actin, gamma 2, smooth muscle, enteric
DNA-damage-inducible transcript 3

Kruppel-like factor 7 (ubigquitous)

coronin, actin binding protein, 2A

natriuretic peptide precursor B

transcription elongation factor A (Sll)-like 7

ATG4 autophagy related 4 homolog B (S. cerevisiae)
motile sperm domain containing 2

calponin 2

caspase 3, apoptosis-related cysteine peptidase
ring finger protein 114

glucan (1,4-alpha-), branching enzyme 1

PDZ and LIM domain 7 (enigma)

stathmin-like 2

tubulin, alpha 4a

hydroxysteroid dehydrogenase like 2

intermediate filament family orphan 2

GLE1 RNA export mediator homolog (yeast)
ubiquitin specific peptidase 53

Ras protein-specific guanine nucleotide-releasing factor
caveolin 2

Annotation Cluster 1

P-Value

Oncomine_Upregulated in Human Embryonic Stem Cells vs Differentiated

Counterparts -- Literature-defined Concepts

6.83E-51

Oncomine_Germ Cell Type - Top 10% over-expressed in Embryonic Stem CellLine

(Sperger) -- Oncomine Gene Expression Signatures

8.91E-12

Oncomine_Seminoma Type - Top 5% under-expressed in Adult Male Germ Cell
Tumor Metastasis (Korkola) -- Oncomine Gene Expression Signatures 3.16E-10



Oncomine_Germ Cell Type - Top 5% over-expressed in Embryonic Stem CellLine
(Sperger) -- Oncomine Gene Expression Signatures

Oncomine_Oncomine Clusters -- Korkola_Seminoma - cluster ID n8952 -- Oncomine
Clusters

Oncomine_Oncomine Clusters -- Skotheim_Testis - cluster ID n7762 -- Oncomine
Clusters

Oncomine_"Top 5% over-expressed in 82, MCF7 treated with deferoxamine (.0001
M) for 12 h (Lamb)" -- Connectivity Map Drug Signatures

Oncomine_Head And Neck Cancer Differentiation - Top 5% over-expressed in
Poor/Undifferentiated (Pyeon) -- Oncomine Gene Expression Signatures

Oncomine_"Renal Proximal Tubular Epithelial Cells Oxygen Condition - Top 5% over-
expressed in Hypoxia, Anoxia (Chi)" -- Oncomine Gene Expression Signatures

Oncomine_Oncomine Clusters -- Hernandez-Vargas_CellLine_3 - cluster ID n9384 --
Oncomine Clusters

Oncomine_"Acute Myeloid Leukemia FLT3 Mutation - Top 1% under-expressed in
ASP835, Internal Tandem Duplication (Heuser)" -- Oncomine Gene Expression
Signatures

Oncomine_"Top 5% under-expressed in 505, MCF7 treated with celastrol (.0000025
M) for 6 h (Lamb)" -- Connectivity Map Drug Signatures

Oncomine_Oncomine Clusters -- Sperger_Others - cluster ID n6496 -- Oncomine
Clusters

4.57E-10

4.03E-09

1.86E-08

7.1E-08

1.6E-07

5.51E-07

7.02E-07

8.68E-07

8.91E-07

1.06E-06



